frag1 (same as before, no need for order)
gttagacgaagcttgggctgcaggtcgactctagaggatccgccgccaccatggtgctgcagacccaggtgttcatcagcctgctgctgtggatctctggcgcctatggaatgtacccttacgatgtacctgattacgccgacatccagatgacacagactacatcctccctgtctgcctctctgggagacagagtcaccatcagttgcagggcaagtcaggacattagtaaatatttaaattggtatcagcagaaaccagatggaactgttaaactcctgatctaccatacatcaagattacactcaggagtcccatcaaggttcagtggcagtgggtctggaacagattattctctcaccattagcaacctggagcaagaagatattgccacttacttttgccaacagggtaatacgcttccgtacacgttcggaggggggaccaagctggagatcacaggtggcggtggctcgggcggtggtgggtcgggtggcggcggatctgaggtgaaactgcaggagtcaggacctggcctggtggcgccctcacagagcctgtccgtcacatgcactgtctcaggggtctcattacccgactatggtgtaagctggattcgccagcctccacgaaagggtctggagtggctgggagtaatatggggtagtgaaaccacatactataattcagctctcaaatccagactgaccatcatcaaggacaactccaagagccaagttttcttaaaaatgaacagtctgcaaactgatgacacagccatttactactgtgccaaacattattactacggtggtagctatgctatggactactggggccaaggaacctcagtcaccgtctcctcagagtctaaatacggaccgccttgtcctccttgtcccgctcctcctgttgccggaccttccgtgttcctgtttcctccaaagcctaaggacaccctgatgatcagcaggacccctgaagtgacctgcgtggtggtggatgtgtcccaagaggatcccgaggtgcagttcaactggtatgtggacggcgtggaagtgcacaacgccaagaccaagcctagagaggaacagttccagagcacctacagagtggtgtccgtgctgacagtgctgcaccaggattggctgaacggcaaagagtacaagtgcaaggtgtccaacaagggcctgcctagcagcatcgagaaaaccatctccaaggccaagggccagccaagagagccccag
frag2 (same as before, no need for order.)
new_frag3 (MS2 coat protein_near_M)
tctccaaggccaagggccagccaagagagccccaggtttacacactgcctccaagccaagaggaaatgaccaagaatcaggtgtccctgacatgcctggtcaagggcttctacccctccgatatcgccgtggaatgggagagcaatggccagcctgagaacaactacaagaccacacctcctgtgctggacagcgacggcagtttcttcctgtatagtagactcaccgtggataaatcaagatggcaagagggcaacgtgttcagctgcagcgtgatgcacgaggccctgcacaaccactacacccagaaaagcctgagcctgtctctgggcaagttctgggttctggtggtggttgggggtgttctcgcatgttactctttgttggtgacagtcgcattcattatattttgggttcatatgctagccgttaaaatggcttctaactttactcagttcgttctcgtcgacaatggcggaactggcgacgtgactgtcgccccaagcaacttcgctaacgggatcgctgaatggatcagctctaactcgcgttcacaggcttacaaagtaacctgtagcgttcgtcagagctctgcgcagaatcgcaaatacaccatcaaagtcgaggtgcctaaaggcgcctggcgttcgtacttaaatatggaactaaccattccaattttcgccacgaattccgactgcgagcttattgttaaggcaatgcaaggtctcctaaaagatggaaacccgattccctcagcaatcgcagcaaactccggcatctacgcggattcttcaactttcttgtacaaagtgggcaagcgagggcggaaaaaactgctttacatttttaaacagccttttatgcgcccagtccaaaccacacaggaagaggatggctgctcttgtcgatttcccgaggaggaagagggaggctgtgagcttagagttaaattttcaagaagtgcagatgctccagcgtataagcaaggccagaaccaactctataacgagctgaatttgggtcgaagggaagaatatgacgtgcttgataaacgcagaggcagggacccggagatgggcggtaaacctcgccggaaaaacccgcaggaaggactctataacgagcttcagaaagacaaaatggcagaggcgtacagtgagataggcatgaaaggggagcgccgcagagggaaaggacacgacgggttgtaccagggacttagtacggctaccaaagacacatatgacgcactccacatgcaagctcttcccccccgctaataagaattcgatatcaagcttatcgataatcaacctctggatta
new_frag4 (MS2 coat protein_near_CD3zeta)
tctccaaggccaagggccagccaagagagccccaggtttacacactgcctccaagccaagaggaaatgaccaagaatcaggtgtccctgacatgcctggtcaagggcttctacccctccgatatcgccgtggaatgggagagcaatggccagcctgagaacaactacaagaccacacctcctgtgctggacagcgacggcagtttcttcctgtatagtagactcaccgtggataaatcaagatggcaagagggcaacgtgttcagctgcagcgtgatgcacgaggccctgcacaaccactacacccagaaaagcctgagcctgtctctgggcaagttctgggttctggtggtggttgggggtgttctcgcatgttactctttgttggtgacagtcgcattcattatattttgggttaagcgagggcggaaaaaactgctttacatttttaaacagccttttatgcgcccagtccaaaccacacaggaagaggatggctgctcttgtcgatttcccgaggaggaagagggaggctgtgagcttcatatgctagccgttaaaatggcttctaactttactcagttcgttctcgtcgacaatggcggaactggcgacgtgactgtcgccccaagcaacttcgctaacgggatcgctgaatggatcagctctaactcgcgttcacaggcttacaaagtaacctgtagcgttcgtcagagctctgcgcagaatcgcaaatacaccatcaaagtcgaggtgcctaaaggcgcctggcgttcgtacttaaatatggaactaaccattccaattttcgccacgaattccgactgcgagcttattgttaaggcaatgcaaggtctcctaaaagatggaaacccgattccctcagcaatcgcagcaaactccggcatctacgcggattcttcaactttcttgtacaaagtgggcagagttaaattttcaagaagtgcagatgctccagcgtataagcaaggccagaaccaactctataacgagctgaatttgggtcgaagggaagaatatgacgtgcttgataaacgcagaggcagggacccggagatgggcggtaaacctcgccggaaaaacccgcaggaaggactctataacgagcttcagaaagacaaaatggcagaggcgtacagtgagataggcatgaaaggggagcgccgcagagggaaaggacacgacgggttgtaccagggacttagtacggctaccaaagacacatatgacgcactccacatgcaagctcttcccccccgctaataagaattcgatatcaagcttatcgataatcaacctctggatta
new_frag5 (MS2 coat protein_end)
tctccaaggccaagggccagccaagagagccccaggtttacacactgcctccaagccaagaggaaatgaccaagaatcaggtgtccctgacatgcctggtcaagggcttctacccctccgatatcgccgtggaatgggagagcaatggccagcctgagaacaactacaagaccacacctcctgtgctggacagcgacggcagtttcttcctgtatagtagactcaccgtggataaatcaagatggcaagagggcaacgtgttcagctgcagcgtgatgcacgaggccctgcacaaccactacacccagaaaagcctgagcctgtctctgggcaagttctgggttctggtggtggttgggggtgttctcgcatgttactctttgttggtgacagtcgcattcattatattttgggttaagcgagggcggaaaaaactgctttacatttttaaacagccttttatgcgcccagtccaaaccacacaggaagaggatggctgctcttgtcgatttcccgaggaggaagagggaggctgtgagcttagagttaaattttcaagaagtgcagatgctccagcgtataagcaaggccagaaccaactctataacgagctgaatttgggtcgaagggaagaatatgacgtgcttgataaacgcagaggcagggacccggagatgggcggtaaacctcgccggaaaaacccgcaggaaggactctataacgagcttcagaaagacaaaatggcagaggcgtacagtgagataggcatgaaaggggagcgccgcagagggaaaggacacgacgggttgtaccagggacttagtacggctaccaaagacacatatgacgcactccacatgcaagctcttcccccccgccatatgctagccgttaaaatggcttctaactttactcagttcgttctcgtcgacaatggcggaactggcgacgtgactgtcgccccaagcaacttcgctaacgggatcgctgaatggatcagctctaactcgcgttcacaggcttacaaagtaacctgtagcgttcgtcagagctctgcgcagaatcgcaaatacaccatcaaagtcgaggtgcctaaaggcgcctggcgttcgtacttaaatatggaactaaccattccaattttcgccacgaattccgactgcgagcttattgttaaggcaatgcaaggtctcctaaaagatggaaacccgattccctcagcaatcgcagcaaactccggcatctacgcggattcttcaactttcttgtacaaagtgggctaataagaattcgatatcaagcttatcgataatcaacctctggatta
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